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Figure 3: Maximum likelihood tree of ITS sequence data. It illustrates the relationships between L. theobromae 
(MW858234) with other Lasidiplodia species and Botryosphaeria dothidea selected as an out group. 

Figure 4: Maximum likelihood tree of LSU sequence data. It illustrates the relationships between L. theobromae 
(MW876233) with other Lasidiplodia species and Botryosphaeria dothidea selected as an out group.
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