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Antibiotics have long been the foundation stone of combating infectious diseases, but the widespread and often
indiscriminate use of these drugs has given rise to drug-resistant pathogens, presenting a global health crisis. There
is an urgent need to explore alternative therapeutic strategies that are less susceptible to resistance mechanisms as
traditional antibiotics are losing their efficiency. Antimicrobial peptides (AMPs), small bioactive proteins naturally
produced by a wide range of organisms, have emerged as promising candidates in the search for new antibiotics.
AMPs serve as the first line of defense against a broad spectrum of pathogens, including bacteria, viruses, and fungi.
This review article looks into the wide potential of AMPs, not only as antibacterial agents but also in their roles as
antifungal, antiviral, and anticancer therapies. The present review article provides an in-depth exploration of the
structural diversity of AMPs, examining how their unique properties contribute to their broad-spectrum activity.
It further discusses the mechanisms and modes of action that differentiate AMPs from conventional antibiotics.
Despite their immense potential, several challenges such as toxicity, stability, and high production costs hinder the
clinical application of AMPs. This article not only outlines these challenges but also discusses emerging strategies
aimed at overcoming these barriers. Overall the review presents AMPs as a critical focus in the development of

future antimicrobial therapies..

1. INTRODUCTION

Multidrug resistance amongst pathogenic bacteria in recent decades
has been alarming, largely due to the overuse of antibiotics. The
development of novel antibiotics with unique modes of action is
desperately needed in light of this circumstance to eradicate these
resistant microorganisms. Antimicrobial peptides (AMPs) are
promising substitute options for antibiotic treatment, offering several
benefits above existing drugs. AMPs are naturally existing antibiotics
found in a variety of organisms, including bacteria, plants, and
animals. The term "AMPs" refers to peptides that can kill microbes,
excluding enzymes that destroy microbes through hydrolytic actions
such as chitinases, glucanases, and lysozymes. These tiny molecular
peptides shield host organisms from various bacteria, viruses, fungi,
and parasites and are essential for their innate immunity [1]. They
fight with pathogenic microbes through natural mechanisms, targeting
essential structures like bacterial membranes and, in many cases,
molecules within the cells. It is challenging to develop resistance
in the bacteria for such peptides due to their wide range of targets.
The general features of AMPs include helical polypeptides with short
amino acid sequences (less than 100 amino acid residues) including
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excessive amounts of the positively charged amino acids lysine and
arginine [2] (Fig. 1).

AMPs and their derivatives have the potential to create new categories
of antimicrobial drugs. AMPs have various biological functions that
include immunoregulation, wound healing, angiogenesis, anti-cancer
activity, treatment of inflammatory disorders, antiviral, and antitumor
effects [3,4]. The development of AMPs in biomedicine as wound-
healing agents is due to their ability to enhance cell proliferation and
tissue repair. Their immunomodulatory properties could be beneficial
for treating autoimmune disorders. AMPs are being studied in the
cosmeceutical industry for inclusion in skincare products because
of their antioxidant properties (which offer anti-aging benefits) and
the antibacterial activity that helps eliminate bacteria causing acne
and many other skin issues. While some AMPs have a narrow range
of activity, others exhibit a very broad spectrum of action against a
variety of microbes, including Gram-negative and Gram-positive
bacteria, fungi, parasites, and viruses.

This article gives a detailed overview of AMPs, including their
structure, classification, mechanisms of action, production methods,
and potential applications for AMPs. It also discusses the probable
uses of AMPs and the challenges in applying them.

2. HISTORICAL PERSPECTIVE

In 1939, microbiologist René Dubos made the initial discovery of
AMPs. He discovered that the soil bacterium Bacillus brevis produced
an antibiotic chemical known as gramicidin. Mice exposed to
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Figure 1. Characteristic features of antimicrobial peptides (AMP).
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pneumococcal infections were demonstrated to benefit from this drug
[5,6]. Gramicidin demonstrated bactericidal or bacteriostatic effects
against a broad spectrum of Gram-positive bacteria both in vitro and
in vivo [5]. Since then, many AMPs have been discovered in both
prokaryotic and eukaryotic organisms, e.g., B. brevis also produced
tyrocidine, which is effective against Gram-positive bacteria, Triticum
aestivum produces purothionin, which is active against Gram-positive
bacteria and fungi [7]. The first animal-based AMP known as defensin
was extracted from the white blood cells of rabbits in 1956 [8]. Later
on, bombinin was extracted from epithelia [9]; lactoferrin from cow
milk; small AMPs from lysosomes of human white blood cells [10];
and the female human reproductive tract [11].

3. SOURCES OF AMPS

3.1 Microbes as Source of AMPs

Bacteria and fungi act as sources of AMPs, with bacteria being the
first to be discovered and studied [12]. Bacterial AMPs, known as
bacteriocins, are produced not to defend against infections but as a
competitive tactic to eliminate other microbes rivalling for the same
nutrients [ 13]. These small molecules, produced by both Gram-negative
and Gram-positive bacteria, often have stronger antimicrobial effects
than those from eukaryotic organisms, e.g., AMPs from Pseudomonas
and Bacillus species have broad antibacterial effectiveness. The
human microbiota also produce AMPs, helping to maintain balance in
different body areas, e.g., lactocillin produced by Lactobacillus gasseri
residing in the vaginal is effective against Gram-positive bacteria, e.g.,
Gardnerella vaginalis and Staphylococcus aureus [14]. Filamentous
fungi, like Aspergillus giganteus and Penicillium chrysogenum,
produce defensin-like AMPs effective against fungal pathogens [15].
Clinically, gramicidin, a bacterially derived AMP from B. brevis, is
used in Neosporin® against Gram-positive bacteria, Daptomycin,
extracted from Streptomyces roseosporus, is an approved AMP for
treating skin infections that are caused by Gram-positive bacteria [16].

3.2 Plants as Source of AMPs

AMPs are bioactive peptides found in plants that are essential to their
defense against bacterial and fungal infections [17,18]. These peptides
are divided into groups according to the formation pattern of disulfide
bridges and their amino acid composition. Three prominent families
include the thionin, defensin, and snakin families. The biological
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activity of snails is dependent on six disulfide bridges formed by
their 12 cysteine residues. Snakin-Z obtained from Ziziphus jujube
composed of 31 amino acids is more poisonous to fungus than to
bacteria [19].

The earliest plant-based AMP, i.e., purothionin obtained from wheat
flour (7. aestivum) demonstrates efficacy against Corynebacterium
fascians,  Corynebacterium  poinsettia, and  Pseudomonas
solanacearum [20]. The efficiency and broad-spectrum activity of
plant AMPs underscore their significance in combating microbial
threats.

3.3 Animals as Source of AMPs

Animal antimicrobial peptides are produced in exposed areas like
skin and mucosal barriers that are more accessible to microorganisms
[17]. Several vertebrates, such as fish, amphibians, and mammals, as
well as invertebrates have been found to comprehend these peptides.
Invertebrates primarily rely on their effective innate immune system in
the lack of an adaptive immune system, with AMPs being essential for
protecting against microbial threats. According to Jenssen et al. [13],
invertebrates are capable of producing a wide variety of proteins and
peptides found in phagocytes, hemolymph, and epithelial cells [13]. The
b-hairpin-like peptides polyphemusin and tachyplesin from horseshoe
crabs as well as melittin from bee venom are notable examples of
invertebrate AMPs [21,22]. Qi and coworkers 2019 showed that pre-
treating mice with Tachyplesin III offers protection against infections
caused by Acinetobacter baumannii and Pseudomonas aeruginosa.
Invertebrates can make a diverse array of proteins and peptides located
in phagocytes, hemolymph, and epithelial cells [23]. However, these
findings still need confirmation through human clinical trials.

More than 200 AMPs are produced by insects depending on the
species. Certain species, such Acyrthosiphon pisum, do not produce
any AMPs; however, Hermetia illucens and Harmonia axyridis are
capable of producing up to 50 AMPs [24]. These AMPs are mostly
produced in the hemocytes and fat body of insects and then released
into the hemolymph. Based on their amino acid compositions and
antibacterial properties, insect AMPs are categorized into groups
including, cecropins, defensins, glycine-rich and proline-rich peptides.
The first insect AMP discovered, cecropin, is present in both Diptera
and Lepidoptera and consists of linear peptides. It is effective against
both Gram-positive and Gram-negative bacteria [25]. Peptides known
as insect defensins, which range in length from 29 to 34, exhibit robust
activity against Gram-positive bacteria and less activity against Gram-
negative bacteria [26].

Gram-negative bacteria such as Escherichia coli are effectively
inhibited by attacins, a glycine-rich AMP type. Although insect-derived
antimicrobial medications (AMPs) like diptericin, coleoptericin,
and sarcotoxin IIA exhibit promising substitutes for traditional
antibiotics, their practical use is restricted, as the majority have only
been examined in vitro. An exception is the peptide melittin, which is
extracted from honeybee venom and employed in medicine due to its
wide range of antibacterial and anti-inflammatory effects.

Amphibians, particularly frogs, are rich sources of AMPs, mostly
isolated from frog skin. Magainin is a well-known AMP from frogs,
that exhibits activity against yeasts, fungi, bacteria, and viruses.
Frogs of the genus Rana produce peptides like esculentins, nigrocins,
brevinins, and temporins, e.g., esculentin-1 which is composed of 46
amino acids demonstrates strong activity against human pathogens.
Peptides like brevinin-2Ta show promise in reducing bacterial loads
and promoting angiogenesis in pre-clinical studies. Amino acid
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substitutions may be explored to decrease hemolytic activity while
enhancing antimicrobial effects [27].

Anionic AMPs, such as temporin-1Ja from the Japanese Frog Rana
Jjaponica, exhibit moderate activity against S. aureus and E. coli. Some
AMPs protect amphibians from ingested pathogens in the stomach
mucosa, such as the peptides buforin and buforin II of the Asian toad
Bufo bufo gargarizans. Synthetic peptides like Pexiganan (MSI-
78), an analogue of magainin-2, have been developed for bacterial
infection treatment but were rejected by the FDA due to no significant
advantage over conventional antibiotics [28].

Mammalian AMPs have been discovered in various species, including
humans, cattle, and sheep [29,30]. Some of these peptides, found
in mammals, serve a dual role by not only exhibiting antimicrobial
activity but also inducing chemoattraction and activating host cells
for innate defense [31]. AMPs could be stored in cells like epithelial
cells and phagocytes and released in response to stimuli, aiding in
infection defense [32]. Defensins and cathelicidins are prominent
AMPs in mammals, displaying structural diversity and various
functions. The cathelicidin family includes peptides with distinct
antibacterial structures, such as a-helical, b-hairpin, and arginine
and proline-rich peptides [34]. The BMAP-28, a-helical peptide that
belongs to the cathelicidin family, demonstrates antimicrobial effects
on bacteria and fungi [35]. Defensins, another group of AMPs, require
proteolytic processing for activation and have been identified in
various mammalian species, with some being constitutively produced
and others inducible [36]. Research on mice infected with Salmonella
typhimurium revealed that the administration of certain defensins
increased mortality and reduced bacterial loads in different organs [37].
Dermcidin, an anionic peptide found in humans, undergoes proteolytic
processing in sweat, generating truncated peptides with antimicrobial
activity [38]. Many mammalian AMPs, including lactoferricin derived
from bovine lactoferrin, show potential clinical applications. Bovine
lactoferricin exhibits strong antimicrobial activity, immunological
properties, and antitumor effects. It has been successfully used to treat
infections, enhance antibiotic effects against ocular isolates, improve
diabetic wound healing, and address osteo-articular diseases [39,40].
Additionally, human saliva contains AMPs like histatins, with histatin
5 being particularly effective against various yeasts [41]. Histatins are
tested in topical gels for treating oral fungal infections, and efforts to
identify fragments with pharmaceutical applications. Peptide P113 has
shown promising results in clinical studies [42].

3.4 Synthetic and Engineered AMPs

3.4.1 Synthetic AMPs

Natural AMPs have several drawbacks, e.g., limited availability,
frequent folding issues, a short half-life due to rapid degradation,
potential toxicity to the entire body, and challenging delivery to the
target site [43.,44]. Synthetic AMPs have been developed to address
the failings of natural AMPs. These synthetic versions exhibit superior
efficacy, reduced cytotoxicity, and increased resistance to enzymatic
destruction. An example of a synthetic antimicrobial is Novarifyn
(NP432). It mainly targets 4. baumannii, C. difficile, E. coli, and P.
aeruginosa [12]. The natural peptide AamAP1 from the scorpion
Androctonus amoreuxi effectively combat infections caused by
Candida albicans, E. coli, and S. aureus at doses between 20 and 150
uM. A synthetic version of this peptide, called AamAP1-Lysine, is 4
to 20 times more effective and can fight these infections at much lower
doses, between 5 and 7.5 uM. Although synthetic and natural peptides
vary in effectiveness, they work the same way to fight pathogens

and have similar traits. These traits can be used to design synthetic
peptides to increase the efficacy.

New AMPs can be developed and tested by modifying certain amino
acids through the use of in silico technology [45]. The mentioned
technology aims to speed up biosynthesis and reduce manufacturing
costs by improving biological activities and increasing production
efficiency. These specially designed peptides are a new type of
medication that can both increase the killing of microbes and
overcome disease resistance. Hydrophobic and cationic residues are
added to increase antibacterial action. Several techniques used to
increase stability in the body include acetylation, cyclization, D-amino
acids, and peptidomimetics [46]. Yang et al. [47] designed a peptide
called Sushi-replacement peptide (SRP)-2, which is rich in arginine
and has a strong a-helical structure. This peptide effectively kills a
wide range of bacteria, including methicillin-resistant Staphylococcus
aureus (MRSA) and multidrug-resistant A. baumannii, while being
safe for mammalian cells [47]. SRP-2 works by directly interacting
with bacterial cell membranes, leading to their death. It also reduces
inflammation caused by bacteria. SRP-2 reduced bacterial infections
and inflammation when tested on mice. It was found that arginine
works better than lysine for making AMPs that target bacteria. Some
AMPs have sugar molecules, called glycans, attached to them, which
are important for their function. These glycans are usually added to
the Golgi apparatus of cells. Since plant and mammalian glycans are
different, it is important to avoid allergenic plant glycans in AMPs for
humans. Efforts are focusing on changing the glycosylation process to
avoid allergenic glycans. Although progress has been made for other
proteins, it is yet to be fully applied to AMPs [48].

3.4.2 Engineered AMPs

Biological systems like E. coli, Pichia pastoris, and Saccharomyces
cerevisiae are used to make large amounts of peptides and proteins
at a low cost [49]. The most common biological systems for making
these AMPs are E. coli and S. cerevisiae, which account for more
than 95%. Bacteria are often used more than yeast to get recombinant
antibacterial peptides as many AMPs produced in yeast are either in
limited amounts or are inactive [50,51]. One of the main challenges in
producing AMPs in microbes is that the peptides can be toxic to the
host cells. However, this is not usually a big problem because many
AMPs are effective at very low and non-toxic doses. Another issue is
that the quality of the peptides can be low due to changes after they
are made in the cells. Because of these problems, plants are being
considered as a promising alternative for producing recombinant
AMPs [52].

Gleba and collaborators 2013 developed a new technology known as
“Magnifection” at the German biotech company from Icon Genetics.
This technology enables to make of large amounts of proteins and
peptides from plants in a shorter duration. It uses Nicotinia tabacum
or Nicotinia benthamiana and involves injecting them with special
bacteria carrying viral instructions. These bacteria spread through the
plants, delivering the instructions to produce the desired proteins. The
process, which combines elements from viruses, bacteria, and plants,
results in high yields of AMPs within a few days, making production
faster and cheaper [53].

Sampaio de Oliveira ef al. [50] developed a new method to produce
AMPs using a special vector. This vector works in both plants and
bacteria, allowing for large-scale AMP production by transforming
chloroplasts. Producing AMPs in plants has extra advantages, such
as avoiding endotoxin contamination and enabling oral delivery of
medicine from grown fruits, which is not possible with bacteria. There



are some problems like the toxicity of AMPs when they are produced
in other host cells other than plant-based production systems. Each
plant cell can have up to 10,000 copies of the modified chloroplasts,
resulting in higher AMP production [50].

4. STRUCTURAL CLASSIFICATION OF AMPS

The vast open-access Database of Antimicrobial Activity and Structure
of Peptides (DBAASP) (https://dbaasp.org/) contains data on amino
acid compositions, biological impacts, chemical modifications, three-
dimensional arrangements, and possible toxicity of peptides with
antimicrobial properties. Version 3.0 (DBAASP v3), the most recent
version, has more than 22,119 entries [54].

AMPs are categorized into various sub-groups based on amino acid
sequences, peptide net charge, and protein structure. The AMP database
[DRAMP Data Repository of AMPs, http://dramp.cpu-bioinfor.org/]
lists 3,791 AMPs from six kingdoms: 824 from plants, 4 from archaea,
431 from bacteria, 7 from protozoa, 6 from fungi, and 2,519 from
animals [55]. A different database, the Antimicrobial Peptide Database
(https://aps.unmc.edu), has over 3940 AMPs from the six kingdoms
of life (including 383 bacteriocins/peptide antibiotics from bacteria,
5 from archaea, 8 from protists, 29 from fungi, 250 from plants, and
2463 from animals), as well as 190 predicted and 314 synthetic AMPs
(as of July 8, 2024) [29]. These peptides are generally classified into
four types according to their secondary structures: o-helix, B-sheet,
and extended loop, Among the various structural configurations
a-helix and B-sheet formations stand out as the most prevalent, with
a-helical peptides particularly reaping widespread research attention
in the area of AMPs [56]. A few instances of a-helical peptides are
melittin, which was taken from the venom of the honey bee Apis
mellifera, and human cathelicidin, which was produced from LL-37.
Magainin was obtained from the African clawed frog by X. laevis. It is
commonly recognized that these peptides, when exposed to membrane
mimic conditions, adopt an amphiphilic a-helix secondary structure
[57]. LL-37 is the C-terminal segment of human cationic antimicrobial
protein (hCAP-18), the only human cathelicidin known to date that is
primarily expressed by epithelial and neutrophil cells.

4.1 Classification of AMPs Based on Charge

A classification based on their net charge is one of the most common
ways of classifying the AMPS which significantly influences their
mode of interaction with microbial membranes. This charge-based
classification is essential for understanding the varying mechanisms
through which AMPs target and eliminate pathogenic microorganisms.
AMPs can be categorized as anionic, cationic, cationic alpha-helical,
cationic B-sheet AMPs, extended cationic AMPs, and fragments from
antimicrobial proteins. The various types are explained below in detail:

a) Anionic AMPs: Anionic AMPs, ranges from 5 to 70 amino acids
and exhibit a net charge spanning from —1 to —8 (Dennison 2018).
They are acknowledged as essential components of natural immune
systems across various organisms such as vertebrates, molluscs, and
plants. These peptides demonstrate antimicrobial, fungicidal, and anti-
infective properties. The major anionic AMPs are peptide fragments
resulting from proteolysis, although few are small molecules that are
encoded genetically. According to Torres et al. [58], they possess a
lot of residues of aspartic acid or glutamic acid, which can help bind
the metal ions needed for their antibacterial action. Furthermore,
tryptophan and other aromatic residues may play a significant role in
securing the AMPs to membranes [58]. By constructing salt bridges
out of the negatively charged elements and metal ions of the microbial
membrane, their method of interacting with microbes seems to be
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comparable to that of larger proenzymes. The first anionic AMP,
i.e., ovine pulmonary surfactant-associated anion peptide (SAAP)
with 5-7 aspartate residues made the ovine pathogen Mannheimia
haemolytica susceptible by constructing salt bridges using zinc ions
of the microbial membrane and negatively charged elements [59,60].
The detailed mode of action is mentioned elsewhere in the section.
Maximin H5 from amphibians, Dermcidin produced through human
excretions [60], Xlasp-pl [61], and AMP AP2 [62] are a few examples
of anionic antibacterial peptides.

b) Cationic AMPs: Cationic AMPs, or CAMPs, are essential elements
of the innate immune systems found in many different animals. The
majority of AMPS are cationic. They are effective against a broad range
of pathogens, such as bacteria, viruses, fungi, and insect pests. They are
therefore suitable candidates for antibacterial medication development
because their various modes of action mostly comprise interactions
with microbial membranes. Their capacity to combat a wide range
of species, including fungi, viruses, parasites, and antibiotic-resistant
strains of both Gram-positive and Gram-negative bacteria, has been
demonstrated by extensive research. These peptides exhibit diverse
structural configurations, ranging from alpha-helical and beta-helical
to extended forms, further highlighting their versatility and potential
in therapeutic applications [63,64].

¢) Cationic alpha-helical: Cationic alpha-helical AMPs, typically
with an amidated C-terminus, are usually below 40 amino acids
and hold a net charge ranging from +2 to +9 [65]. These AMPs,
characterized by linear cationic a-helical structures, do not contain
cysteine. Cathelicidins comprise a group of cationic AMPs and exhibit
amphiphilic a-helical structures. These have N-terminal structural
domain that is highly conserved, cathelin is connected to a c-terminal
peptide and possesses antimicrobial properties. There are about thirty
different types of cathelicidins found in mammals, however, humans
only have one, termed as human cationic protein 18 kDa (hCAP18)/LL-
37, and mice have one, named cathelin-related antimicrobial peptide
(CRAMP). Magainin, cecropins, and LL-37 have all been thoroughly
explored [3]. The human hCAP18/LL-37 C-terminal section is the
source of LL-37, which has antibacterial potential. It successfully
eradicates a wide range of microorganisms, including Gram-positive
and Gram-negative bacteria, protozoa, and fungi. The physiological
roles of human and mouse cathelicidin peptides have been extensively
explored compared to other AMPs apart from their antimicrobial
efficacy as demonstrated in the laboratories. Other examples of
cationic alpha-helical peptides include andropin, cecropins, moricin,
melittin, and ceratotoxin, found in insects; magainin, bombinin,
dermaseptin, buforin II from amphibians brevinin-1 and esculentins as
well as CAP18 from rabbits [66].

d) Cationic f-sheet AMPs: Peptides typically have 2-8 cysteine
residues, forming 1-4 pairs of intramolecular disulfide bonds [67,68].
These disulfide bonds are crucial for the biological functions and
structural stability of these peptides. Defensins are the primary
component of B-sheet AMPs. Mammalian defensins are categorized
into two groups: o-defensins and B-defensins [36]. The tertiary
structures of mammalian defensins are strikingly similar, though there
is a difference in their covalent structures. In the case of a-defensins,
they form a cyclic structure by combining cysteine and disulfide bonds
near the amino terminus, and a three-stranded chain through hydrogen
bonding with the f-hairpin. The ability of amphipathic a-defensins to
disrupt bacterial membranes by interacting with phosphatidyl chains
depends on their hydrophobic amino acids and positive charge. The
primary mechanism for membrane degradation and bacterial killing
may involve the interaction between hydrophobic residues and the
bacterium, or between negatively charged molecules and the cationic
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a-defensin residues on the bacterial surface. Some B-defensins consist
of both an o-helix and a B-sheet, e.g., the middle region of insect
defensin A (residues 14—24) has an 11-amino acid o-helix, with the
N-terminal B-hairpin parallel to the o-helix, and the first 13 amino
acid residues forming a cyclic structure. New research also shows
that the cyclic backbone of defensins is essential to their antibacterial
and membrane-binding abilities, while the quantity and location of
disulfide bonds determine the shape and stability of the protein [2,69].

e) Extended cationic AMPs: The fifth category consists of extended
cationic AMPs, which lack typical secondary structures but contain
precise amino acids such as tryptophan, glycine, arginine, proline, and
histidine. These peptides rely on hydrogen bonds and vanderWals forces
interacting with lipids in the membrane for structural stability, e.g.,
PR-39 is a composed ofarginine (24%), proline (49%), prophenin-1
contains phenylalanine (19%), andproline (53.2%), indolicidin has
proline (23%), tryptophan (38%), and histatin-8 includes histidine
(33.3%) [57].

f) Fragments from antimicrobial proteins: The sixth category
comprises fragments derived from antimicrobial proteins. These
proteins, along with their fragments, possess broad-spectrum
bactericidal properties. The innate immune system's fight against
infections is greatly aided by lysozyme, the earliest antimicrobial
protein discovered, which targets invasive microorganisms. Its
extracellular segment, consisting of 130 amino acids, adopts a
structure comprising o-helix and B-sheet. Similar to lysozyme found
in humans and chickens, other proteins with membrane-active and
DNA-binding functions exhibit a helix-loop-helix (HLH) motif. This
HLH peptide demonstrates potent bactericidal effects against both
Gram-negative bacteria and Gram-positive, as well as C. albicans
fungus. Toda et al. [70] identified a gene in fruit flies that amplifies
the requirement for sleep. This gene, called nemuri, the Japanese
word for "sleep" was determined to be responsible for this increased
sleep [70]. The NEMURI protein, which is produced by this gene
has immunomodulatory qualities and is located in an arginine-rich
area [71]. Interestingly, NEMURI shows strong bactericidal action
that is comparable to kanamycin. Interestingly, the amino-terminal
copper and nickel (ATCUN) binding motif, which is represented
by the N-terminal sequence H2N-XXH and in which XX stands for
any amino acid other than proline, is present in certain AMPs. This
motif exhibits a high attraction towards Cu?* and Ni*". It is known
that reactive oxygen species (ROS) can damage proteins, lipids, and
nucleic acids. The Cu*-ATCUN combination is capable of producing
ROS [70].

5. MODE OF ACTION OF AMPS

AMPs attack the lipopolysaccharide (LPS) layer of the cell membrane,
which is present in all microorganisms, in contrast to antibiotics that
focus on particular biological processes like DNA or protein production.
In addition to this specificity, they possess various characteristics such
as hydrophobicity, amphipathic, stereotic geometry, size, charge,
and their ability to interact with biological membranes, all of which
contribute to their wide-ranging antimicrobial effects. AMPs can
casily diffuse due to their small size and quickly release outside of
cells, facilitating a swift response against harmful microbes.

AMPs have a strong cell-specificity. They effectively eliminate
prokaryotic microbes while posing no harm to mammalian cells. This
characteristic is explained by the differences in lipid content between
prokaryotic and eukaryotic cell membranes [26]. Positively charged
AMPs and negatively charged microbial surfaces interact through
electrostatic forces that enhance the contacts between membranes.

Microbial surfaces become negatively charged due to teichoic acids
in Gram-positive bacteria and LPS cell walls in Gram-negative
bacteria which improves the interaction with AMPs [7]. Conversely,
sphingomyelin and zwitterionic phosphatidyl choline, which constitute
the outermost covering of eukaryotic membranes, do not promote
interactions with AMPs as they have a neutral charge at physiological
pH.

The capability of AMPs to engage and function against their target
cells is largely dependent on both the cell surface and the amino acid
makeup of the peptides. The high retention of positive amino acid
residues in peptide sequences from different organisms is conducive
to this idea. Furthermore, it is essential that the peptide adhere to
negatively charged particles like anion phospholipids within the target
membrane by means of its dual structure. Depending on the peptide/
lipid ratios and affinities, these peptide molecules may be oriented
perpendicularly, enabling them to come into contact with the lipid
bilayer and form transmembrane holes. Not all AMPs have the same
mode of action to break down bacteria membranes.

AMPs are classified into two groups based on how they work:
"membrane-acting peptides," which disrupt bacterial membranes by
destabilizing them, and "non-membrane-acting peptides," which can
cross membranes without harming them but interfere with normal
cell activities [7]. In this review article, we have focused only on
membrane-acting models.

Membrane Model: AMPs execute their antibacterial activity
by triggering bacterial membrane lysis, increasing membrane
permeability, and releasing cell content through their interaction with
the negatively charged bacterial membrane. As AMPs move toward the
cytoplasmic membrane via electrostatic interaction with the microbial
membrane, they latch to and interact with the anionic elements of the
plasma membrane. AMPs cannot pass through the bacterial cell wall
until they've crossed the capsular polysaccharide and other elements
like the peptidoglycan and lipoteichoic acid of Gram-positive bacteria
and the LPS of Gram-negative bacteria.

The two primary factors influencing the interaction at this step
are the peptide-lipid ratio and the conformational shift. Research
indicates that a-helical AMPs attach themselves to the anionic
lipid membrane to enhance the contact, changing its disordered
structure in the aqueous solution into an amphiphilic a-helical
structure. Unlike a-helical peptides, P-sheet peptides interact
with membranes without undergoing a significant conformational
change because of their stable disulfide bond bridge. One important
aspect influencing the way AMP interacts with the cell membrane is
the peptide-lipid ratio. AMPs are parallel on the plasma membrane
surface at low peptide-lipid ratios. As the peptide-lipid ratio rises,
AMPs are vertically inserted into the hydrophobic core of the
membrane. Membrane penetration ultimately results in the leakage
of intracellular ions, metabolites, and biosynthesis, which finally
causes cell death.

Four models have been put out to describe how AMPs cause bacterial
membranes to permeabilize (Fig. 2).

a) The Barrel-Stave Mechanism

The barrel-stave model illustrates how AMP implantation explains
how peptide bundles form transmembrane pores or channels. The
hydrophobic residues of a-helical and -sheet peptides face outward
after binding, whereas their hydrophilic surfaces form pore linings
[72]. These peptides undergo a conformational phase shift upon
engagement, which compels the polar phospholipid head groups to
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Figure 2. Models of antibacterial mechanisms of antimicrobial peptides (AMP).

align and causes the membrane to taper. This mode of action has
been suggested on alamethicin, a peptide formed by the fungus
Trichoderma viride [73]. In the barrel-stave model, AMPs come
together to form aggregates, break through the cell membrane's
bilayer as multimers, also, allow the cytoplasm to escape thereby
creating channels. AMPs can potentially cause cell death by inducing
cell membrane collapse in harsh situations [74]. Furthermore,
simulations demonstrate that in explicit and implicit membranes,
hairpin AMP protegrin-1 can form stable octameric B-barrels and
tetrameric arcs (half barrels) [72].

b) The Torroidal Pore Mechanism

The toroidal concept refers to a membrane deflection that can result
from AMP insertion that is perpendicular to the lipid head groups
[75]. It is known as the supramolecular complex or wormhole model.
This well-studied peptide-membrane interaction forms a membrane-
spanning pore that is lined with head groups of phospholipids and
polar peptide surfaces. These peptides' hydrophobic residues push
aside the polar head groups, rupturing the hydrophobic portion of the
membrane and causing a strain in the direction of positive curvature
[76]. The peptides align perpendicular to the membrane when they
reach a crucial peptide-to-lipid ratio (about 1:30 for magainin). The
Macagainin 2, lacticin Q, and arenicin are common examples of this
model [77]. After that, the helices self-associate, moving their polar
residues away from the membrane's hydrocarbon chains to create a
dynamic peptide-lipid supramolecular structure. Omarien et al. [78]
claim that cationic peptides that form fluid domains, such as TC19,
TC84, and BP2, also reduce the membrane barrier [78].

¢) The Carpet Mechanism

Gazit et al. [79] proposed that AMPs can also be arranged parallel to the
membrane, covering it entirely and forming micelles simultaneously with

the breaking membranes [79,80]. Electrostatic binding is the cause of the
initial interaction. The peptides then induce membrane penetration, which
disintegrates the microbial cell, when this contact reaches a threshold
concentration. Because they aid in reducing the repulsive electrostatic
forces between positively charged peptides, negatively charged lipids are
necessary for the formation of a peptide carpet. In this model, AMPs are
bound parallel to the membrane surface by the interaction of positively
charged cationic peptides with negatively charged polar phospholipid
heads. The peptides realign inside the membranes after reaching a
particular concentration, creating micelles with a hydrophobic center that
eventually causes membrane disintegration [80].

d) In the aggregate model

AMPs force the peptides and lipids to combine into a peptide-lipid
complex micelle by binding to the anionic cytoplasmic membrane.
AMP-formed channels, together with lipid and water channels,
facilitate the leakage of intracellular contents and ions, which ultimately
results in cell death, in contrast to the carpet model. Additionally, these
channels might facilitate the entry of AMPs into the cytoplasm where
they can operate. This process elucidates why AMPs can operate on
intracellular molecules not just on the cytoplasmic membrane but also
across it. The mechanisms underlying the activity of anionic AMPs are
yet unknown, in contrast to cationic AMPs. The antibacterial activity
of Maximin H5 against S. aureus has been associated in multiple
investigations with membrane disruption. Aspartic acid residues play
a minor structural role in maximin H5 due to their distance from the
microbial membrane, limiting their direct involvement in membrane
disruption. The antimicrobial activity of the peptide primarily arises
from its N-terminal a-helical region, which binds and destabilizes the
microbial membrane. Aspartic acid residues mainly help maintain the
peptide's structure, indirectly supporting its function. Stabilizing the
o-helix structure of the peptide requires hydrogen bonds created by
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amidation of the C- and N-terminal. Additionally, it seems that low
pH enhances the degree of a-helix of maximin H5 and encourages
the "Carpet"-like mechanism of killing S. aureus. The anionic AMP
Xlasp-pl exhibits significant broad-spectrum antibacterial action
against both Gram-positive and Gram-negative bacteria via the
disruption of cell membranes and intracellular material efflux.

6. FUNCTION OF AMPS
6.1 Antibacterial Activity of AMPs

The antibacterial effect of AMPs may or may not involve the cell
membrane. As previously mentioned, cationic AMPs are strongly
attracted to microbial pathogens due to the presence of specific anionic
components in the plasma membranes of bacteria and fungi. These
components include lipoteichoic acid in Gram-positive bacteria, LPS
in Gram-negative bacteria, and mannan in fungi. AMPs can cause
membrane perforation or permeation, leading to either penetration
into the membrane or leakage of intracellular contents, thus exerting
their intracellular effects.

6.2 Antiviral Activity

Antimicrobial peptides not only have antibacterial properties but
also exhibit a wide range of antiviral activities against enveloped
viruses, e.g., Bovine antibiotic peptide-13 inhibits the transmissible
gastroenteritis virus by disrupting virus protein synthesis and gene
expression [81]. AMPs such as protegrin and indolicidin block herpes
simplex virus (HSV) by targeting viral membrane glycoproteins,
preventing virus adhesion and entry. LL-37 inhibits viruses like
HIV, influenza A virus, and others by destroying their membranes
and inhibiting DNA replication [82]. LL-37 and CRAMP in mice
significantly inhibit non-enveloped enterovirus 71 by regulating
antiviral responses and preventing viral binding [83].

Le Messurier et al. [84] 2016 indicated that AMPs can enhance
immune responses to influenza A virus thereby boosting the protection
of host [85]. Peptides such as pa-MAP and temporin B inhibit HSV1
by preventing viral attachment, with temporin B also damaging the
virus envelope. Temporin G blocks the fusion of the influenza virus
envelope with host cells by interacting with viral hemagglutinin
protein [86]. Parainfluenza respiratory virus, temporin G impairs
viral replication by blocking late replication steps, inhibiting viral
release. The peptide HD5, which is derived from human defensin,
inhibits the adhesion and penetration of viruses, hence preventing
viral infection [87]. The amino acids GF-17 and BMAP-18, derived
from cathelicidin, work against the Zika virus by directly rendering
it inactive and disrupting the interferon pathway. Other AMPs show
antiviral activities against dengue and pseudo-rabies viruses. AMPs
can also fight non-enveloped viruses. LL-37, for example, is effective
against adenovirus, rhinovirus, and Aichi virus. Besides directly
inhibiting viral particles and replication, AMPs modulate the host
immune system to indirectly inhibit virus growth.

6.3 Antiparasitic Activity

The antiparasitic efficacy of AMPs is not well documented,
particularly in vivo and in clinical contexts, despite extensive research
on their antibacterial and antiviral roles. Parasites, including protozoa
and worms, significantly contribute to the global disease burden,
posing major health problems worldwide. WHO has classified
eleven types of parasites as Neglected tropical diseases due to their
impact on millions of people, particularly the poor. Major parasitic
diseases include malaria, leishmaniasis, trypanosomiasis, and
schistosomiasis. Recently, there has been growing interest in using

antibacterial peptides for antiparasitic therapy [88]. Leishmanicidal
AMPs are notably present in a variety of organisms, e.g., the
venom of honeybees contains halictine-2, which exhibits strong
anti-leishmanial activity without endangering mouse macrophages
or human red blood cells; the cyanobacteria Lyngbyamajuscula
contains the linear lipopeptides Attacin, cecropin, and defensin 2,
which react to Leishmania infantum chagasi infection via the Toll
and Imd pathways; and finally, the cyanobacteria Lyngbya majuscula
contains the linear lipopeptide Dragomide E, which is active against
the promastigotes of Leishmania donovani. Furthermore, a peptide
from snake venom called LZ1 dramatically lowers the blood stage of
Plasmodium falciparum and selectively inhibits ATP activity in red
blood cells infected with malaria. Because of its distinct chemical
structure, Phylloseptin-1, which is secreted by Phyllomedusa azurea,
has strong antiparasitic activity and inhibits the emergence of cross-
resistance.

6.4 Anticancer Activity

New anticancer treatments are being explored due to cancer cells'
resistance to existing therapies and the toxicity of chemotherapy
drugs. Antibacterial peptides, which might help prevent cancer
growth, have become a research focus. Zhao et al. [89] reported
that the HPRPAT1 peptide from Helicobacter pylori has anticancer
properties. Additionally, combining the homing peptide iRGD
with HPRPA1, was found to enhance its anticancer effects, with
iRGD improving HPRPA1's penetration into A549 MCS184 cells.
Moreover, it has been demonstrated that Lk6 can kill M7CF breast
cancer cells by causing nuclear disruption without damaging the cell
surface [90].

6.5 Immune Modulation Activity

Antimicrobial peptides may be able to stimulate and suppress immune
cells: which results in better control of inflammation, and increased
cell killing [91]. The AMPs can also trigger various immune responses,
including: activation, attraction, and differentiation of lymphocytes;
stimulation of angiogenesis; reducing inflammation by lowering
the production of pro-inflammatory chemokines; and repressing
expression of reactive oxygen nucleic acids [92]. In addition, AMPs
such as those of neutrophils and macrophages are also produced by
many immune cells that can provide the first defense against invading
microbes.

6.6 Anti-Biofilm Activity

Biofilms have a high level of resistance to traditional antibiotics and
play a significant role in spreading germs in the environment. They
have been linked to as much as one-third of human infections [93].
Studies have found that some aminoglycosides have anti-biofilm
activity, separate from their ability to target free-swimming planktonic
cells. The discovery that LL-37, at one-sixteenth of its minimum
inhibitory concentration (MIC), can hinder the establishment of
Pseudomonas aeruginosa biofilms and disperse existing biofilms [94]
led to the idea of using cationic peptides as anti-biofilm therapies.
Consequently, there has been a surge in research to identify natural
and synthetic agents with anti-biofilm potential. These agents work
differently from antibiotics, with many effective anti-biofilm peptides
acting at concentrations well below their MICs for planktonic biofilm
cells.

Mechanistic investigations have demonstrated that synthetic bactenecin
derivatives block biofilm activity by targeting and destroying
guanosine tetraphosphate (ppGpp), a chemical that signals a rigorous
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stress response. Bacterial production of ppGpp is essential for biofilm
formation and maintenance under nutrient-restricted conditions.
By targeting ppGpp, AMPs prevent biofilm formation, disperse
existing biofilms, and increase bacterial susceptibility to conventional
antibiotics. The significance of anti-biofilm compounds has grown
due to their association with numerous clinical infections. Several
techniques have been developed to evaluate the anti-biofilm impact of
AMPs on various harmful bacteria. The most basic technique involves
staining polymers with crystal violet dye to quantify the amount of
biofilm and determine the minimum biofilm inhibitory concentration.
Other assays include the Biofilm Ring Test and the Calgary Biofilm
Device, which involve static biofilms and the use of crystal violet
to quantify biofilm mass. Nevertheless, these static techniques have
drawbacks, including limited availability of new growth medium, a
high background of dislodged bacterial cells, and comparatively fresh
biofilms. The colony biofilm assay measures anti-biofilm activity
on peptide-infused agar but has questions regarding its validity as a
biofilm model. The enhanced observation of biofilm adhesion and
development in the presence of AMPs can be achieved by flow cell
equipment and confocal imaging, although with inferior throughput.

7. CLINICAL APPLICATIONS

Antimicrobial peptides are currently being evaluated for their
effectiveness in treating local infections. Indolicidin is found to be
effective against Aspergillus fungal infections. The a-helical peptide
SMAP29 is effective against P. aeruginosa in peritoneal infections;
B-sheet protegrin works against vancomycin-resistant Enterococcus
faecalis (VRE); MRSA and P aeruginosa [95]. Magainin
Pharmaceuticals, Inc. (Plymouth Meeting, PA) has advanced the
a-helical magainin variant MSI-78 to a phase III clinical trial to test its
efficacy against polymicrobial foot-ulcer infections in diabetics. The
trial results indicated that MSI-78 is as effective as orally administered
ofloxacin, with fewer side effects. Applied Microbiology has started
trials to test the lantibiotic peptide nisin's effectiveness against
Helicobacter pylori in stomach cancer (http://www.businesswire.
com/cnn/ambi.htm). Additionally, some peptides have shown
efficacy in treating systemic infections. Human lactoferricin has also
demonstrated effectiveness in treating systemic infections.

8. CHALLENGES AND LIMITATIONS

The toxicity, instability, and high manufacturing costs of AMPs are
some of the obstacles to their use as therapeutic candidates [96]. This
can be worked around by synthesizing shorter, more digestible AMPs,
or short antimicrobial peptides, with 2—10 amino acid residues. While
it's widely acknowledged that there are obstacles in turning nonclinical
candidate AMPs into profitable clinical products. Combining peptides
with other drugs can improve bioavailability, address multi-drug
resistance, and increase efficacy, especially during pandemics.
Developing rapid, cost-effective, and eco-friendly synthesis techniques
is vital. Advances in gene editing, Al, and CRISPR-Cas9 support
peptide drug development, but any modifications must maintain the
peptides' biological functions and avoid toxicity.

9. FUTURE PERSPECTIVES

The traditional discovery of AMPs involves screening peptide
libraries from specific organisms, a process marked by trial and
error. However, newer computational methods predict AMPs from
proteomic or genomic data. Although selecting suitable organisms
is challenging, the microbiota is a rich source of unexplored AMPs.
Combining experimental and bioinformatics tools for metagenomic

data will aid AMP discovery. Analyzing omic data from diverse
microbiomes and developing new AMP discovery tools are crucial.
AMPs are essential for limiting pathogenic microbiota and shaping
the microbiome, potentially leading to therapies for diseases related to
microbiota imbalances, including infections of various body systems.
Using mobile elements like bacteriophages or plasmids to deliver
AMPs can combat resistant pathogens without encouraging antibiotic
resistance. The future of AMP research is promising, with many
microbiota-produced AMPs yet to be discovered, posing an excellent
research opportunity. There is much to learn about their discovery,
characterization, and mechanisms. AMP research will progress
significantly, with applications in food preservation, agriculture,
healthcare, cosmetics, and industry.

10. CONCLUSION

Traditional antibiotics can be replaced with AMPs to treat bacterial
infections. The search for novel AMPs with increased potency,
selectivity, or affordability is gaining momentum. The combination
approach, which uses AMPs in addition to traditional antibiotics,
can increase the efficiency of the former while lowering the latter's
resistance. The two main ways to produce AMPs are by chemical
synthesis and genetically modified bacteria; nevertheless, for practical
application, it is essential to improve biological preparation techniques,
lower costs, and increase yields. As more natural AMPs are found, it
will be vital to comprehend how AMPs are expressed in organisms
and to find better expression vectors to produce AMPs in large
quantities in the future. The structure-function correlations of reported
AMPs also require more investigation. Apart from their microbicidal
properties, AMPs also exhibit other biological characteristics, which
could make them useful as immunological modulators, signaling
molecules, antitumor agents, and drug delivery vehicles. Therefore,
comprehending the diverse biological characteristics of AMPs and
their mechanism of action can be crucial for the clinical advancement
of peptide-based treatments.

11. FUNDING

There is no funding to report.

12. CONTRIBUTION DETAILS BY AUTHORS

All authors made substantial contributions to conception and design,
acquisition of data, or analysis and interpretation of data; took part in
drafting the article or revising it critically for important intellectual
content; agreed to submit to the current journal; gave final approval
of the version to be published; and agree to be accountable for all
aspects of the work. All the authors are eligible to be an author as
per the international committee of medical journal editors (ICMJE)
requirements/guidelines.

13. CONFLICTS OF INTEREST

The authors report no financial or any other conflicts of interest in this
work.

14. DATA AVAILABILITY

All the data is available with the authors and shall be provided upon
request.

15. ETHICAL APPROVALS
This study does not involve experiments on animals or human subjects.



Thakur and Gupta.:Antimicrobial peptides as new antibiotics: A comprehensive review 2024;XX (X):001-012 9

16. PUBLISHER’S NOTE

All claims expressed in this article are solely those of the authors and
do not necessarily represent those of the publisher, the editors and the
reviewers. This journal remains neutral with regard to jurisdictional
claims in published institutional affiliation.

17. USE OF ARTIFICIAL INTELLIGENCE (AI)-ASSISTED
TECHNOLOGY

The authors declares that they have not used artificial intelligence
(AI)-tools for writing and editing of the manuscript, and no images
were manipulated using Al

REFERENCES

1. Wang J, Dou X, Song J, Lyu Y, Zhu X, Xu L, ef al. Antimicrobial
peptides: promising alternatives in the post feeding antibiotic era.
Med Res Rev [Internet] 2019 May 24;39(3):831-59. Available via
https://onlinelibrary.wiley.com/doi/10.1002/med.21542

2. LeilJ, Sun LC, Huang S, Zhu C, Li P, He J, ef al. The antimicrobial
peptides and their potential clinical applications. Am J Transl Res
2019;11:1-25.

3. Mookherjee N, Anderson MA, Haagsman HP, Davidson DIJ.
Antimicrobial host defence peptides: functions and clinical potential.
Nat Rev Drug Discov [Internet] 2020 May 27;19(5):311-32.
Available via https://www.nature.com/articles/s41573-019-0058-8

4. Qu B, Yuan J, Liu X, Zhang S, Ma X, Lu L. Anticancer activities
of natural antimicrobial peptides from animals. Front Microbiol
[Internet] 2024 Jan 17;14:1321386. Available via https://www.
frontiersin.org/articles/10.3389/fmicb.2023.1321386/full

5. Dubos RJ. Studies on a bactericidal agent extracted from a soil
Bacillus. J Exp Med [Internet] 1939;70(1):1-10. Available via
https://rupress.org/jem/article/70/1/1/4283/STUDIES-ON-A-
BACTERICIDAL-AGENT-EXTRACTED-FROM-A

6. Nakatsuji T, Gallo RL. Antimicrobial peptides: old molecules with
new ideas. J Invest Dermatol [Internet] 2012 Mar;132(3):887—
95. Available via https://linkinghub.elsevier.com/retrieve/pii/
S0022202X15356463

7. Boparai JK, Sharma PK. Mini review on antimicrobial peptides,
sources, mechanism and recent applications. Protein Pept Lett
[Internet] 2019 Dec 10;27(1):4—16. Available via http://www.
eurekaselect.com/174414/article

8. Hirsch JG. Phagocytin: a Bactericidal substance from
polymorphonuclear leucocytes. J Exp Med [Internet] 1956
May 1;103(5):589-611. Available via https://rupress.org/jem/
article/103/5/589/2225/PHAGOCYTIN-A-BACTERICIDAL-
SUBSTANCE-FROM

9. BagnickaE,Jozwik A, Strzatkowska N, Krzyzewski J, Zwierzchowski
L. Antimicrobial peptides—outline of the history of studies and mode
of action. Med Weter. 2011;67(7):67.

10. Zeya HI, Spitznagel JK. Antibacterial and enzymic basic proteins
from leukocyte lysosomes: separation and identification. Science
(80- ) [Internet] 1963 Nov 22;142(3595):1085-7. Available via
https://www.science.org/doi/10.1126/science.142.3595.1085

11. Sharma M, Sharma S, Prasad R, Rajwanshi A, Sethi S, Samanta
P, et al. Characterization of low molecular weight antimicrobial
peptide from human female reproductive tract. Indian J Med Res
[Internet] 2011;134(5):679. Available via http://www.ijmr.org.in/
text.asp?2011/134/5/679/90996

12. Datta S, Roy A. Antimicrobial peptides as potential therapeutic agents:
a review. Int J Pept Res Ther [Internet] 2021 Mar 27;27(1):555-77.
Auvailable via https://link.springer.com/10.1007/s10989-020-10110-x

13. Jenssen H, Hamill P, Hancock REW. Peptide antimicrobial agents.
Clin Microbiol Rev [Internet] 2006 Jul;19(3):491-511. Available via
https://journals.asm.org/doi/10.1128/CMR.00056-05

14. He Y, Niu X, Wang B, Na R, Xiao B, Yang H. Evaluation of the
inhibitory effects of Lactobacillus gasseri and Lactobacillus

15.

16.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

crispatus on the Adhesion of seven common lower genital tract
infection-causing pathogens to vaginal epithelial cells. Front Med
[Internet] 2020 Jun 19;7:284. Available via https://www.frontiersin.
org/article/10.3389/fmed.2020.00284/full

Hegediis N, Marx F. Antifungal proteins: more than antimicrobials?
Fungal Biol Rev [Internet] 2013 Jan;26(4):132—45. Available via
https://linkinghub.elsevier.com/retrieve/pii/S1749461312000188
Taylor SD, Palmer M. The action mechanism of daptomycin. Bioorg
Med Chem [Internet] 2016 Dec;24(24):6253—68. Available via
https:/linkinghub.elsevier.com/retrieve/pii/S0968089616303856
Lopez-Meza. Antimicrobial peptides: diversity and perspectives
for their biomedical application. In: (eds.). Komorowska MA,
Olsztynska-Janus S. Biomedical engineering, trends, research and
technologies [Internet]. InTech, London, UK, pp 275-304, 2011.
Available  via  http://www.intechopen.com/books/biomedical-
engineering-trends-research-and-technologies/antimicrobial-
peptides-diversity-and-perspectives-for-their-biomedical-application
Salas CE, Badillo-Corona JA, Ramirez-Sotelo G, Oliver-Salvador C.
Biologically active and antimicrobial peptides from plants. Biomed
Res Int. 2015;1:102129.

Meneguetti BT, Machado L dos S, Oshiro KGN, Nogueira ML,
Carvalho CME, Franco OL. Antimicrobial peptides from fruits and
their potential use as biotechnological tools—a review and outlook.
Front Microbiol [Internet] 2017 Jan 10;7(JAN):2136. Available via
http://journal.frontiersin.org/article/10.3389/fmicb.2016.02136/full
De Caleya RF, Gonzalez-Pascual B, Garcia-Olmedo F, Carbonero P.
Susceptibility of phytopathogenic bacteria to wheat purothionins in
vitro. Appl Microbiol 1972;23(5):998-1000.

Miyata T, Tokunaga F, Yoneya T, Yoshikawa K, Iwanaga S, Niwa
M, et al. Antimicrobial peptides, isolated from horseshoe crab
hemocytes, tachyplesin II, and polyphemusins I and II: chemical
structures and biological activityl. J Biochem [Internet] 1989
Oct;106(4):663—8.  Available via https://academic.oup.com/jb/
article-lookup/doi/10.1093/oxfordjournals.jbchem.a122913
Raghuraman H, Chattopadhyay A. Melittin: a membrane-active
peptide with diverse functions. Biosci Rep [Internet] 2007 Aug
6;27(4-5):189-223.  Available via  https:/portlandpress.com/
bioscirep/article/27/4-5/189/55691/Melittin-a-Membrane-active-
Peptide-with-Diverse

Qi J, Gao R, Liu C, Shan B, Gao F, He J, et al. Potential role of the
antimicrobial peptide Tachyplesin III against multidrug-resistant P.
aeruginosa and A. baumannii coinfection in an animal model. Infect
Drug Resist [Internet] 2019 Sep;Volume 12:2865-74. Available via
https://www.dovepress.com/potential-role-of-the-antimicrobial-
peptide-tachyplesin-iii-against-mu-peer-reviewed-article-IDR

De Mandal S, Panda AK, Murugan C, Xu X, Senthil Kumar N, Jin
F. Antimicrobial peptides: novel source and biological function with
a special focus on entomopathogenic nematode/bacterium symbiotic
complex. Front Microbiol [Internet] 2021 Jul 14;12:555022. Available
via https://www.frontiersin.org/articles/10.3389/fmicb.2021.555022/
full

Pasupuleti M, Walse B, Nordahl EA, Morgelin M, Malmsten
M, Schmidtchen A. Preservation of antimicrobial properties of
complement peptide C3a, from invertebrates to humans. J Biol Chem
[Internet] 2007 Jan;282(4):2520-8. Available via https:/linkinghub.
elsevier.com/retrieve/pii/S0021925820721228

Wu Q, Patocka J, Kuca K. Insect antimicrobial peptides, a mini
review. Toxins (Basel) [Internet] 2018 Nov 8;10(11):461. Available
via https://www.mdpi.com/2072-6651/10/11/461

Kara §, Kiirekci C, Akcan M. Design and modification of frog skin
peptide brevinin-1GHa with enhanced antimicrobial activity on
Gram-positive bacterial strains. Amino Acids [Internet] 2022 Sep
19;54(9):1327-36. Available via https:/link.springer.com/10.1007/
$00726-022-03189-7

Zhu'Y, Hao W, Wang X, Ouyang J, Deng X, Yu H, ef al. Antimicrobial
peptides, conventional antibiotics, and their synergistic utility for the
treatment of drug-resistant infections. Med Res Rev [Internet] 2022



10

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

Thakur and Gupta.: Journal of Applied Biology & Biotechnology 2024;XX (X):001-012

Jul 4;42(4):1377-422. Available via https://onlinelibrary.wiley.com/
doi/10.1002/med.21879

Huan'Y, Kong Q, Mou H, Yi H. Antimicrobial peptides: classification,
design, application and research progress in multiple fields. Front
Microbiol [Internet] 2020 Oct 16;11:582779. Available via https://
www.frontiersin.org/article/10.3389/fmicb.2020.582779/full
Gallardo-Becerra L, Cervantes-Echeverria M, Cornejo-Granados
F, Vazquez-Morado LE, Ochoa-Leyva A. Perspectives in searching
antimicrobial peptides (AMPs) produced by the microbiota. Microb
Ecol 2024;87(1):8.

Hancock REW, Haney EF, Gill EE. The immunology of host defence
peptides: beyond antimicrobial activity. Nat Rev Immunol [Internet]
2016 May 18;16(5):321-34. Available via https://www.nature.com/
articles/nri.2016.29

Moretta A, Scieuzo C, Petrone AM, Salvia R, Manniello MD,
Franco A, et al. Antimicrobial peptides: a new hope in biomedical
and pharmaceutical fields. Front Cell Infect Microbiol [Internet]
2021 Jun 14;11:668632. Available via https://www.frontiersin.org/
articles/10.3389/fcimb.2021.668632/full

Tossi A, Skerlavaj B, D’Este F, Gennaro R. Structural and functional
diversity of cathelicidins. In: Wang G (ed.). Antimicrobial peptides:
discovery, design and novel therapeutic strategies [Internet].
Wallingford, UK: CABI, pp 2048, 2017. Available via http://www.
cabidigitallibrary.org/doi/10.1079/9781786390394.0020

Patil N, Sivaram A. Antimicrobial peptides and their potent
mechanism of action. In: Joshi S, Kar RK, Lahiri D, Nag M
(eds.). Lantibiotics as alternative therapeutics [Internet]. Elsevier,
Amsterdam, The Netherlands, pp 25-42, 2023. Available via https://
linkinghub.elsevier.com/retrieve/pii/B9780323991414000199
Freitas CG, Franco OL. Antifungal peptides with potential against
pathogenic fungi. In: Basak A, Chakraborty R, Mandal SM (eds.).
Recent trends in antifungal agents and antifungal therapy [Internet].
Springer, New Delhi, India, pp 75-95, 2016. Available via http://link.
springer.com/10.1007/978-81-322-2782-3 3

Dorin JR, McHugh BJ, Cox SL, Davidson DJ. Mammalian
antimicrobial peptides; defensins and cathelicidins. In: Sussman
M (ed.). Molecular medical microbiology [Internet]. Elsevier,
Amsterdam, The Netherlands, pp 53965, 2015. Available via https://
linkinghub.elsevier.com/retrieve/pii/B9780123971692000305

Maiti S, Patro S, Purohit S, Jain S, Senapati S, Dey N. Effective
control of Salmonella infections by employing combinations of
recombinant antimicrobial human B-defensins hBD-1 and hBD-2.
Antimicrob Agents Chemother [Internet] 2014 Nov;58(11):6896—
903. Available via https://journals.asm.org/doi/10.1128/AAC.03628-
14

Bastos P, Trindade F, da Costa J, Ferreira R, Vitorino R. Human
antimicrobial peptides in bodily fluids: current knowledge and
therapeutic perspectives in the postantibiotic era. Med Res
Rev [Internet] 2018 Jan 17;38(1):101-46. Available via https:/
onlinelibrary.wiley.com/doi/10.1002/med.21435

Brouwer CPJM, Rahman M, Welling MM. Discovery and
development of a synthetic peptide derived from lactoferrin for
clinical use. Peptides [Internet] 2011 Sep;32(9):1953-63. Available
via https://linkinghub.elsevier.com/retrieve/pii/S0196978111003056
Svendsen JSM, Grant TM, Rennison D, Brimble MA, Svenson J.
Very short and stable lactoferricin-derived antimicrobial peptides:
design principles and potential uses. Acc Chem Res 2019;52(3):749—
59.

Bochenska O, Rapala-Kozik M, Wolak N, Aoki W, Ueda M, Kozik
A. The action of ten secreted aspartic proteases of pathogenic
yeast Candida albicans on major human salivary antimicrobial
peptide, histatin 5. Acta Biochim Pol [Internet] 2016 Jul
8;63(3):403-10. Available via https://www.frontierspartnerships.org/
articles/10.18388/abp.2016_1318/pdf

Cheng KT, Wu CL, Yip BS, Yu HY, Cheng HT, Chih YH, et al.
High level expression and purification of the clinically active

43.

44,

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

antimicrobial peptide P-113 in Escherichia coli. Molecules [Internet]
2018 Mar 30;23(4):800. Available via https://www.mdpi.com/1420-
3049/23/4/800

Lima PG, Oliveira JTA, Amaral JL, Freitas CDT, Souza PFN.
Synthetic antimicrobial peptides: characteristics, design, and
potential as alternative molecules to overcome microbial resistance.
Life Sci [Internet] 2021 Aug;278:119647. Available via https:/
linkinghub.elsevier.com/retrieve/pii/S0024320521006330

Drayton M, Kizhakkedathu JN, Straus SK. Towards robust delivery
of antimicrobial peptides to combat bacterial resistance. Molecules
[Internet] 2020 Jul 3;25(13):3048. Available via https://www.mdpi.
com/1420-3049/25/13/3048

Porto WF, Pires AS, Franco OL. Computational tools for exploring
sequence databases as a resource for antimicrobial peptides.
Biotechnol Adv [Internet] 2017 May;35(3):337—49. Available via
https://linkinghub.elsevier.com/retrieve/pii/S0734975017300083
Lai Z, Yuan X, Chen H, Zhu Y, Dong N, Shan A. Strategies employed
in the design of antimicrobial peptides with enhanced proteolytic
stability. Biotechnol Adv [Internet] 2022 Oct;59:107962. Available
via https:/linkinghub.elsevier.com/retrieve/pii/S073497502200058 1
Yang CH, Chen YC, Peng SY, Tsai APY, Lee TJF, Yen JH, ef al.
An engineered arginine-rich a-helical antimicrobial peptide exhibits
broad-spectrum bactericidal activity against pathogenic bacteria and
reduces bacterial infections in mice. Sci Rep [Internet] 2018 Oct
2;8(1):14602. Available via https://www.nature.com/articles/s41598-
018-32981-3

Alkatheri AH, Yap PSX, Abushelaibi A, Lai KS, Cheng WH, Lim
SHE. Host-bacterial interactions: outcomes of antimicrobial peptide
applications. Membranes (Basel) [Internet] 2022 Jul 19;12(7):715.
Available via https://www.mdpi.com/2077-0375/12/7/715

Deng T, Ge H, He H, Liu 'Y, Zhai C, Feng L, ef al. The heterologous
expression strategies of antimicrobial peptides in microbial systems.
Protein Expr Purif [Internet] 2017 Dec;140:52-9. Available via
https://linkinghub.elsevier.com/retrieve/pii/S1046592817304199
Sampaio de Oliveira KB, Leite ML, Rodrigues GR, Duque HM, da
Costa RA, Cunha VA, et al. Strategies for recombinant production of
antimicrobial peptides with pharmacological potential. Expert Rev
Clin Pharmacol [Internet] 2020 Apr 2;13(4):367-90. Available via
https://www.tandfonline.com/doi/full/10.1080/17512433.2020.1764
347

Deo S, Turton KL, Kainth T, Kumar A, Wieden HJ. Strategies
for improving antimicrobial peptide production. Biotechnol Adv
[Internet] 2022 Oct;59:107968. Available via https://linkinghub.
elsevier.com/retrieve/pii/S0734975022000647

Holaskova E, Galuszka P, Frebort I, Oz MT. Antimicrobial peptide
production and plant-based expression systems for medical
and agricultural biotechnology. Biotechnol Adv [Internet] 2015
Nov;33(6):1005-23. Available via https://linkinghub.elsevier.com/
retrieve/pii/S0734975015000579

Mahmood MA, Naqvi RZ, Rahman SU, Amin I, Mansoor S.
Plant virus-derived vectors for plant genome engineering. Viruses
[Internet] 2023 Feb 14;15(2):531. Available via https://www.mdpi.
com/1999-4915/15/2/531

Subramanian D, Chakkyarath V, Kumaravel SM, Venkatesan BP,
Natarajan J. Design, synthesis and evaluation of antimicrobial
database-derived peptides against drug-resistant gram-positive and
gram-negative pathogens. Int J Pept Res Ther [Internet] 2021 Jun
5;27(2):1459-68. Available via https://link.springer.com/10.1007/
$10989-021-10183-2

Kang X, Dong F, Shi C, Liu S, Sun J, Chen J, ef al. DRAMP 2.0, an
updated data repository of antimicrobial peptides. Sci Data [Internet]
2019 Aug 13;6(1):148. Available via https://www.nature.com/
articles/s41597-019-0154-y

Preullke N, Sonnichsen FD, Leippe M. A guided tour through a-helical
peptide antibiotics and their targets. Biosci Rep [Internet] 2023
May 31;43(5):BSR20230474. Available via https://portlandpress.



57.

58.

59.

60.

6l1.

62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

Thakur and Gupta.:Antimicrobial peptides as new antibiotics: A comprehensive review 2024;XX (X):001-012 11

com/bioscirep/article/43/5/BSR20230474/233036/A-guided-tour-
through-helical-peptide-antibiotics

Nguyen LT, Haney EF, Vogel HJ. The expanding scope of
antimicrobial peptide structures and their modes of action. Trends
Biotechnol [Internet] 2011 Sep;29(9):464—72. Available via https://
linkinghub.elsevier.com/retrieve/pii/S0167779911000886

Torres MDT, Sothiselvam S, Lu TK, de la Fuente-Nunez C. Peptide
design principles for antimicrobial applications. ] Mol Biol [Internet]
2019 Aug;431(18):3547-67. Available via https://linkinghub.
elsevier.com/retrieve/pii/S0022283618312890

Anderson RC, Wilkinson B, Yu PL. Ovine antimicrobial peptides:
new products from an age-old industry. Aust J Agric Res
[Internet] 2004;55(1):69. Available via http://www.publish.csiro.
au/?7paper=AR03064

Barale SS, Ghane SG, Sonawane KD. Purification and characterization
of antibacterial surfactin isoforms produced by Bacillus velezensis
SK. AMB Express [Internet] 2022 Dec 27;12(1):7. Available via
https://amb-express.springeropen.com/articles/10.1186/s13568-022-
01348-3

Li S, Hao L, Bao W, Zhang P, Su D, Cheng Y, et al. A novel short
anionic antibacterial peptide isolated from the skin of Xenopus laevis
with broad antibacterial activity and inhibitory activity against breast
cancer cell. Arch Microbiol [Internet] 2016 Jul 7;198(5):473-82.
Available via http://link.springer.com/10.1007/s00203-016-1206-8
Sowa-Jasitek A, Zdybicka-Barabas A, Staczek S, Pawlikowska-
Pawlega B, Grygorczuk-Planeta K, Skrzypiec K, et al. Antifungal
activity of anionic defense peptides: insight into the action of
Galleria mellonella anionic peptide 2. Int J Mol Sci [Internet] 2020
Mar 11;21(6):1912. Available via https://www.mdpi.com/1422-
0067/21/6/1912

Browne K, Chakraborty S, Chen R, Willcox MDP, Black DS,
Walsh WR, et al. A new era of antibiotics: the clinical potential
of antimicrobial peptides. Int J Mol Sci [Internet] 2020 Sep
24:21(19):7047.  Available via  https://www.mdpi.com/1422-
0067/21/19/7047

Lyu Z, Yang P, Lei J, Zhao J. Biological function of antimicrobial
peptides on suppressing pathogens and improving host immunity.
Antibiotics 2023;12:1037.

Teixeira V, Feio MJ, Bastos M. Role of lipids in the interaction of
antimicrobial peptides with membranes. Prog Lipid Res [Internet]
2012 Apr;51(2):149-77. Available via https:/linkinghub.elsevier.
com/retrieve/pii/S0163782711000518

Brady D, Grapputo A, Romoli O, Sandrelli F. Insect cecropins,
antimicrobial peptides with potential therapeutic applications. Int J
Mol Sci [Internet] 2019 Nov 22;20(23):5862. Available via https://
www.mdpi.com/1422-0067/20/23/5862

Bulaj G. Formation of disulfide bonds in proteins and peptides.
Biotechnol Adv [Internet] 2005 Jan;23(1):87-92. Available via
https://linkinghub.elsevier.com/retrieve/pii/S0734975004000886
Koehbach J, Craik DJ. The vast structural diversity of antimicrobial
peptides. Trends Pharmacol Sci [Internet] 2019 Jul;40(7):517—
28. Available via https:/linkinghub.elsevier.com/retrieve/pii/
S0165614719300896

Talapko J, Mestrovi¢ T, Juzbasi¢ M, Tomas M, Eri¢ S, Horvat
Aleksijevic L, et al. Antimicrobial peptides—mechanisms of
action, antimicrobial effects and clinical applications. Antibiotics
[Internet] 2022 Oct 16;11(10):1417. Available via https://www.mdpi.
com/2079-6382/11/10/1417

Toda H, Williams JA, Gulledge M, Sehgal A. A sleep-inducing gene,
nemuri , links sleep and immune function in Drosophila. Science (80-
) [Internet] 2019 Feb;363(6426):509—15. Available via https:/www.
science.org/doi/10.1126/science.aat1650

Wang G. The antimicrobial peptide database is 20 years old: recent
developments and future directions. Protein Sci [Internet] 2023
Oct 28;32(10):e4778. Available via https://onlinelibrary.wiley.com/
doi/10.1002/pro.4778

72.

73.

74.

75.

76.

71.

78.

79.

80.

82.

83.

84.

85.

86.

Lipkin RB, Lazaridis T. Implicit membrane investigation of the
stability of antimicrobial peptide B-barrels and arcs. ] Membr Biol
[Internet] 2015 Jun 28;248(3):469-86. Available via http://link.
springer.com/10.1007/s00232-014-9759-4

Hyldgaard M. Mechanisms of action, resistance, and Ssress
adaptation. In: antimicrobials in food. CRC Press, Boca Raton, FL,
2020.

Marie E, Sagan S, Cribier S, Tribet C. Amphiphilic macromolecules
on cell membranes: from protective layers to controlled
permeabilization. J Membr Biol [Internet] 2014 Oct 1;247(9-
10):861-81. Available via http://link.springer.com/10.1007/s00232-
014-9679-3

Marin-Medina N, Mescola A, Alessandrini A. Effects of the peptide
Magainin H2 on supported lipid bilayers studied by different
biophysical techniques. Biochim Biophys Acta—Biomembr
[Internet] 2018 Dec;1860(12):2635-43. Available via https://
linkinghub.elsevier.com/retrieve/pii/S0005273618302967

Kabelka I, Vacha R. Advances in molecular understanding of
o-helical membrane-active peptides. Acc Chem Res [Internet]
2021 May 4;54(9):2196-204. Available via https://pubs.acs.org/
doi/10.1021/acs.accounts.1c00047

Sara P, Adam M. Latest developments on the mechanism of action of
membrane disrupting peptides [Internet]. Biophys Rep 2021;7:173—
84. Available via http://www.biophysics-reports.org/en/article/
d0i/10.52601/bpr.2021.200037

Omardien S, Drijthout JW, Vaz FM, Wenzel M, Hamoen LW, Zaat
SAJ, et al. Bactericidal activity of amphipathic cationic antimicrobial
peptides involves altering the membrane fluidity when interacting
with the phospholipid bilayer. Biochim Biophys Acta - Biomembr
[Internet] 2018 Nov;1860(11):2404—15. Available via https://
linkinghub.elsevier.com/retrieve/pii/S0005273618301767

Gazit E, Miller IR, Biggin PC, Sansom MSP, Shai Y. Structure and
orientation of the mammalian antibacterial peptide cecropin P1
within phospholipid membranes. J Mol Biol 1996;258(5):860-70.
Raheem N, Straus SK. Mechanisms of action for antimicrobial
peptides with antibacterial and antibiofilm functions. Front
Microbiol [Internet] 2019 Dec 12;10:2866. Available via https:/
www.frontiersin.org/article/10.3389/fmicb.2019.02866/full

Febriza A, Hatta M, Natzir R, Kasim VNA, Idrus HH. Activity of
antimicrobial peptide; cathelicidin, on bacterial infection. Open
Biochem J [Internet] 2019 Jun 30;13(1):45-53. Available via https://
openbiochemistryjournal.com/VOLUME/13/PAGE/45/

Tripathi S, Tecle T, Verma A, Crouch E, White M, Hartshorn KL.
The human cathelicidin LL-37 inhibits influenza A viruses through
a mechanism distinct from that of surfactant protein D or defensins.
J Gen Virol [Internet] 2013 Jan 1;94(1):40-9. Available via https://
www.microbiologyresearch.org/content/journal/jgv/10.1099/
vir.0.045013-0

Yu J, Dai Y, Fu Y, Wang K, Yang Y, Li M, et al. Cathelicidin
antimicrobial peptides suppress EV71 infection via regulating
antiviral response and inhibiting viral binding. Antiviral Res
[Internet] 2021 Mar;187:105021. Available via https:/linkinghub.
elsevier.com/retrieve/pii/S0166354221000115

LeMessurier KS, Lin Y, McCullers JA, Samarasinghe AE.
Antimicrobial peptides alter early immune response to influenza A
virus infection in C57BL/6 mice. Antiviral Res. 2016;133:208-217;
doi: 10.1016/j.antiviral.2016.08.013

Ahmed A, Siman-Tov G, Hall G, Bhalla N, Narayanan A. Human
antimicrobial peptides as therapeutics for viral infections. Viruses
[Internet] 2019 Aug 1;11(8):704. Available via https:// www.mdpi.
com/1999-4915/11/8/704

Vilas Boas LCP, de Lima LMP, Migliolo L, Mendes G dos S, de Jesus
MG, Franco OL, et al. Linear antimicrobial peptides with activity
against herpes simplex virus 1 and Aichi virus. Pept Sci [Internet]
2017 Mar 25;108(2):e22871. Available via https://onlinelibrary.
wiley.com/doi/10.1002/bip.22871



12

87.

88.

89.

90.

91.

92.

93.

Thakur and Gupta.: Journal of Applied Biology & Biotechnology 2024;XX (X):001-012

Boffert R, Businger R, Preil H, Ehmann D, Truffault V, Simon C, et
al. The human o-defensin-derived peptide HD5(1-9) inhibits cellular
attachment and entry of human cytomegalovirus. Antiviral Res
[Internet] 2020 May;177:104779. Available via https:/linkinghub.
elsevier.com/retrieve/pii/S0166354219307272

Mba IE, Nweze EI. Antimicrobial peptides therapy: an emerging
alternative for treating drug-resistant bacteria. Yale J Biol Med
2022;95(4):445-63.

Zhao J, Hao X, Liu D, Huang Y, Chen Y. /n vitro characterization
of the rapid cytotoxicity of anticancer peptide HPRP-A2 through
membrane destruction and intracellular mechanism against gastric
cancer cell lines. PLoS One [Internet]. 2015 Sep 30;10(9):e0139578.
Available via https://dx.plos.org/10.1371/journal.pone.0139578
Pinto MEF, Najas JZG, Magalhdes LG, Bobey AF, Mendonga
IN, Lopes NP, et al. Inhibition of breast cancer cell migration by
cyclotides isolated from Pombalia calceolaria. J Nat Prod [Internet]
2018 May 25;81(5):1203-8. Available via https://pubs.acs.org/
doi/10.1021/acs.jnatprod.7b00969

Hilchie AL, Wuerth K, Hancock REW. Immune modulation by
multifaceted cationic host defense (antimicrobial) peptides. Nat
Chem Biol [Internet] 2013 Dec 14;9(12):761-8. Available via https://
www.nature.com/articles/nchembio.1393

Hancock REW, Nijnik A, Philpott DJ. Modulating immunity as a
therapy for bacterial infections. Nat Rev Microbiol [Internet] 2012
Apr 16;10(4):243-54. Available via https://www.nature.com/articles/
nrmicro2745

de la Fuente-Nufiez C, Reffuveille F, Fernandez L, Hancock REW.
Bacterial biofilm development as a multicellular adaptation:

94.

95.

96.

antibiotic resistance and new therapeutic strategies. Curr Opin
Microbiol [Internet] 2013 Oct;16(5):580-9. Available via https:/
linkinghub.elsevier.com/retrieve/pii/S1369527413000891

Wang G, Hanke ML, Mishra B, Lushnikova T, Heim CE, Chittezham
Thomas V, et al. Transformation of human cathelicidin LL-37 into
selective, stable, and potent antimicrobial compounds. ACS Chem
Biol [Internet] 2014 Sep 19;9(9):1997-2002. Available via https://
pubs.acs.org/doi/10.1021/cb500475y

Bakare OO, Gokul A, Niekerk LA, Aina O, Abiona A, Barker AM,
et al. Recent progress in the characterization, synthesis, delivery
procedures, treatment strategies, and precision of antimicrobial
peptides. Int J Mol Sci [Internet] 2023 Jul 24;24(14):11864. Available
via https://www.mdpi.com/1422-0067/24/14/11864

Luo X, Chen H, Song Y, Qin Z, Xu L, He N, ef al. Advancements,
challenges and future perspectives on peptide-based drugs: focus on
antimicrobial peptides. Eur J Pharm Sci 2023;181:106363.

How to cite this article:

Thakur A, Gupta P. Antimicrobial peptides as new antibiotics:
A comprehensive review. J Appl Biol Biotech. 2024.
http://doi.org/10.7324/JABB.2025.210174





