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Figure 3. UALCAN cancer database analyzed clinicopathological parameters for BRCA. (A). PIH1D1 
expression in primary tumor sample types, (B). In TP53 mutation state and nonmutant state in BRCA, 

(C). Tumor stage p < 0.001, (D). In race, p > 0.05, (E). PIH1D1 gene expression in menopause state, (F). 
Gender wise in BRCA, (G). Age wise and (H). luminal subclass as compare to normal, and (I). PIH1D1 

expression based on major subclass with TNBC.





Singh et al.: Bioinformatics analysis reveals PIH1D1 as an important prognostic marker in breast cancer 2025;13(1):202-212207

Figure  5. Survival analysis based on PIH1D1 gene expression in BRCA: (A). Expression of PIH1D1 in OS, (B). Disease-free 
survival analysis in BRCA. 

Figure 6. Histological analysis of PIH1D1 protein: (A). Showing protein level in Ductal carcinoma, (B). Showing protein level 
in lobular carcinoma, (C). Expressional pattern of PIH1D1 in different cell line categories, and (D). Different BRCA cell lines 

showing PIH1D1 protein expression.














